Table S1: Proteomics Data for Responders v Non-Responders to Bortezomib and Thalidomide





Proteomics Data (CO4A, APOB and PON1) for Responders v Non-Responders to Bortezomib and Thalidomide. Responders/Non-Responders determination based on day 100 restaging results according to the IMWG uniform response criteria for MM. The table includes information on gene name, measured peptides (used for quantitation), confidence score (MASCOT), Anova (p-value), fold-change, highest/lowest mean and protein description. IMWG: International Myeloma Working Group
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Bortezomib - Responders (n = 16) v's Non-Responders (n = 20)

Gene NamePeptide countPeptides used for quantitation Confidence scoreAnova (p)Max fold changeHighest mean condition Lowest mean condition Description

CO4A 11 11 983.21 0.03 1.71 Responders Non-Responders Complement C4-A 

Thalidomide - Responders (n = 18) v's Non-Responders (n = 16)

Gene NamePeptide countPeptides used for quantitation Confidence scoreAnova (p)Max fold changeHighest mean condition Lowest mean condition Description

APOB 23 23 1788.58 0.02 1.79 Non-Responder Responder Apolipoprotein B-100

PON1 1 1 72.06 0.03 3.64 Responder Non-Responder Serum paraoxonase/arylesterase 1
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		Accession		Peptide count		Peptides used for quantitation		Confidence score		Anova (p)		Max fold change		Highest mean condition		Lowest mean condition		Description

		sp|P01614|KV201_HUMAN		1		1		89.06		0.0010513067		3.9603780872		Responders		Non-Responders		Ig kappa chain V-II region Cum OS=Homo sapiens PE=1 SV=1

		sp|P01605|KV113_HUMAN		1		1		47.04		0.0022640502		4.8762006501		Responders		Non-Responders		Ig kappa chain V-I region Lay OS=Homo sapiens PE=1 SV=1

		sp|P01859|IGHG2_HUMAN		4		2		298.27		0.0023512953		3.3410592117		Responders		Non-Responders		Ig gamma-2 chain C region OS=Homo sapiens GN=IGHG2 PE=1 SV=2

		sp|P0CG05|LAC2_HUMAN		3		3		323.47		0.0057872542		4.3232822014		Responders		Non-Responders		Ig lambda-2 chain C regions OS=Homo sapiens GN=IGLC2 PE=1 SV=1

		sp|P22792|CPN2_HUMAN		6		6		345.1		0.009753287		1.854685912		Responders		Non-Responders		Carboxypeptidase N subunit 2 OS=Homo sapiens GN=CPN2 PE=1 SV=2

		sp|P19823|ITIH2_HUMAN		2		2		184.4		0.0097711724		1.4913657543		Responders		Non-Responders		Inter-alpha-trypsin inhibitor heavy chain H2 OS=Homo sapiens GN=ITIH2 PE=1 SV=2

		sp|P02748|CO9_HUMAN		1		1		78.49		0.0103836364		1.8207369096		Responders		Non-Responders		Complement component C9 OS=Homo sapiens GN=C9 PE=1 SV=2

		sp|P01877|IGHA2_HUMAN		3		1		161.27		0.0114789761		3.8855755558		Responders		Non-Responders		Ig alpha-2 chain C region OS=Homo sapiens GN=IGHA2 PE=1 SV=3

		sp|P01860|IGHG3_HUMAN		3		1		168.64		0.0131188649		3.2589812606		Responders		Non-Responders		Ig gamma-3 chain C region OS=Homo sapiens GN=IGHG3 PE=1 SV=2

		sp|P12259|FA5_HUMAN		1		1		42.05		0.0169446363		1.56692364		Non-Responders		Responders		Coagulation factor V OS=Homo sapiens GN=F5 PE=1 SV=4

		sp|P04004|VTNC_HUMAN		1		1		65.08		0.01810834		1.4995231881		Responders		Non-Responders		Vitronectin OS=Homo sapiens GN=VTN PE=1 SV=1

		sp|P04433|KV309_HUMAN		1		1		56.08		0.0183072806		3.096396725		Responders		Non-Responders		Ig kappa chain V-III region VG (Fragment) OS=Homo sapiens PE=1 SV=1

		sp|Q9HD89|RETN_HUMAN		1		1		48.38		0.0194310265		11.9046221635		Non-Responders		Responders		Resistin OS=Homo sapiens GN=RETN PE=2 SV=1

		sp|P09486|SPRC_HUMAN		2		2		103.75		0.0229133238		1.4255939541		Responders		Non-Responders		SPARC OS=Homo sapiens GN=SPARC PE=1 SV=1

		sp|P01611|KV119_HUMAN		1		1		84.78		0.0233472997		3.6106200378		Responders		Non-Responders		Ig kappa chain V-I region Wes OS=Homo sapiens PE=1 SV=1

		sp|P68871|HBB_HUMAN		1		1		104.75		0.0258690299		2.8552928527		Responders		Non-Responders		Hemoglobin subunit beta OS=Homo sapiens GN=HBB PE=1 SV=2

		sp|P15169|CBPN_HUMAN		3		3		200.52		0.0268180456		1.952835942		Responders		Non-Responders		Carboxypeptidase N catalytic chain OS=Homo sapiens GN=CPN1 PE=1 SV=1

		sp|P07225|PROS_HUMAN		2		2		113.71		0.028237983		1.3280214963		Responders		Non-Responders		Vitamin K-dependent protein S OS=Homo sapiens GN=PROS1 PE=1 SV=1

		sp|P01620|KV302_HUMAN		2		1		192.05		0.0283263387		2.2152358858		Responders		Non-Responders		Ig kappa chain V-III region SIE OS=Homo sapiens PE=1 SV=1

		sp|P01024|CO3_HUMAN		3		3		194.27		0.0296323317		1.5481995204		Responders		Non-Responders		Complement C3 OS=Homo sapiens GN=C3 PE=1 SV=2

		sp|P02766|TTHY_HUMAN		1		1		82.34		0.0313808075		1.7168862802		Responders		Non-Responders		Transthyretin OS=Homo sapiens GN=TTR PE=1 SV=1

		sp|P02776|PLF4_HUMAN		3		3		148.79		0.0329170697		1.6764491337		Responders		Non-Responders		Platelet factor 4 OS=Homo sapiens GN=PF4 PE=1 SV=2

		sp|P0C0L4|CO4A_HUMAN		11		11		983.21		0.0343918092		1.7147417482		Responders		Non-Responders		Complement C4-A OS=Homo sapiens GN=C4A PE=1 SV=1

		sp|P02656|APOC3_HUMAN		1		1		71.14		0.0355779373		1.8939238601		Non-Responders		Responders		Apolipoprotein C-III OS=Homo sapiens GN=APOC3 PE=1 SV=1

		sp|P02768|ALBU_HUMAN		1		1		40.07		0.0406588887		1.2865589648		Responders		Non-Responders		Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2

		sp|P01834|IGKC_HUMAN		1		1		63.43		0.0416369247		2.0312949412		Responders		Non-Responders		Ig kappa chain C region OS=Homo sapiens GN=IGKC PE=1 SV=1

		sp|Q8WWZ8|OIT3_HUMAN		1		1		45.63		0.0426573912		2.0209562693		Non-Responders		Responders		Oncoprotein-induced transcript 3 protein OS=Homo sapiens GN=OIT3 PE=1 SV=2

		sp|P51884|LUM_HUMAN		1		1		68.03		0.0438867545		1.5817460406		Responders		Non-Responders		Lumican OS=Homo sapiens GN=LUM PE=1 SV=2

		sp|P11021|GRP78_HUMAN		1		1		49.77		0.0480741669		1.6847424479		Responders		Non-Responders		78 kDa glucose-regulated protein OS=Homo sapiens GN=HSPA5 PE=1 SV=2

		sp|P02675|FIBB_HUMAN		1		1		43.55		0.0483905776		3.9585013404		Non-Responders		Responders		Fibrinogen beta chain OS=Homo sapiens GN=FGB PE=1 SV=2

		sp|P49908|SEPP1_HUMAN		1		1		80.75		0.0493225108		1.6070763272		Responders		Non-Responders		Selenoprotein P OS=Homo sapiens GN=SEPP1 PE=1 SV=3

		sp|O75636|FCN3_HUMAN		1		1		43.66		0.0496132742		1.7396817475		Responders		Non-Responders		Ficolin-3 OS=Homo sapiens GN=FCN3 PE=1 SV=2

		sp|O14791|APOL1_HUMAN		1		1		111.67		0.0496345343		1.4446105299		Responders		Non-Responders		Apolipoprotein L1 OS=Homo sapiens GN=APOL1 PE=1 SV=5
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